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Go to UCSC server – European mirror here 
http://genome-euro.ucsc.edu/

When clicking that, you should see following :

1) Go to the Genomes, 
And select the genome, and the gene you want to look at

2) Press “submit”



3) Now, go BACK to the Genomes – where you just were !

4) Click “track hubs” to add a hub !



5) In here, copy+paste a hub address !

http://sara.molbiol.ox.ac.uk/public/username/..../..../hub.txt



6) Click “Add Hub”

7) Click “Use Selected Hubs”



8) All the tracks of the hub show in standard UCSC way below the visualisation.
Just click and play with them like you would have normal UCSC tracks !



10) Some hubs may have additional track information
and options to change the visualisation style ,  coded into the hub 

 Right click any track in the graph area !

right
click 
here



Many hubs have “extra 
information” under this 
(scroll down ) 
- Details of the sample
- Details of the bioinformatics of the 

sample 

right
click 
here

Change visualisation style, 
check sample details

 Right click any track in 
the graph area !

You can change the 
track visualisation :



14) To see which hubs you have loaded ..

Hides the hub Removes the hub



13) You can use simultaneously many hubs, if you wish !

UCSC will automatically select for visualisation 
only the hubs having the genome you selected 
in the “Genome” tab


